Supplementary Table 1:  List of genotyped SNPs

	Gene [ref]a
	Gene size (bp)
	Number of exons
	dbSNP ID
	Chr:position
	SNP position in gene
	MAF
HapMapb
	MAF
POLYNUCA

	AGRP
[1,2]
	1,513
	4
	rs5030980
	16:67,483,042
	Exon 3
	0,03
	0,05

	
	
	
	rs5030981
	16:67,483,851
	5’near gene
	0,08
	0,03

	CARTPT [1]
	1,886
	3
	rs11575893
	5:71,719,624
	Intron 1
	0,13
	0,09

	CCK
[1,3]
	8,383
	5
	rs10865918
	3:42,261,819
	Intron 4
	0,47
	0,39

	
	
	
	rs8192472
	3:42,258,378
	Intron 4
	0,39
	0,40

	CNR1
[1,4]
	26,496
	4
	rs4707436
	6:88,142,032
	3’UTR
	0,24
	0,27

	
	
	
	rs806366
	6:88,137,870
	3’ near gene
	0,48
	0,48

	CRH
[1,5,6]
	2,235
	2
	rs6999780
	8:66,179,841
	5’ near gene
	0,09
	0,09

	
	
	
	rs6982394
	8:66,176,242
	3’ near gene
	0,03
	0,04

	DLK1
[7]
	8,266
	5
	rs1802710
	14:100,734,308
	Exon 5
	0,50
	0,33

	
	
	
	rs10139403
	14:100,728,224
	Intron 1
	0,30
	0,25

	DRD1
[8]
	3,489
	2
	rs5326
	5:175,443,193
	5’ UTR
	0,13
	0,17

	
	
	
	rs686
	5:175,441,697
	3’UTR
	0,41
	0,40

	DRD2
[8,9]
	65,685
	8
	rs17601612
	11:113,447,023
	Intron 1
	0,42
	0,38

	FTO
[10,11,12]
	410,505
	9
	rs9939609
	16:53,786,615
	Intron 1
	0,44
	0,39

	GAD2
[13]
	88,256
	17
	rs1330581
	10:26,239,906
	Intron 7
	0,32
	0,26

	
	
	
	rs3781105
	10:26,302,341
	Intron 16
	0,18
	0,09

	GAL
[2]
	6,661
	6
	rs1042577
	11:68,691,002
	3’UTR
	0,31
	0,36

	
	
	
	rs1893679
	11:68,682,862
	5’ near gene
	0,26
	0,30

	GALP
[2]
	9,756
	6
	rs4801681
	19:56,177,300
	Intron 2
	0,35
	0,31

	
	
	
	rs175530
	19:56,174,094
	5’ near gene
	0,24
	0,26

	GCG
[1,3]
	9,536
	6
	rs1990761
	2:162,141,193
	3’ near gene
	0,34
	0,38

	GHSR
[14]
	5,166

	2
	rs509035
	3:172,445,659
	Intron 1
	0,33
	0,29

	
	
	
	rs572169
	3:172,447,937
	Exon 1
	0,33
	0,30

	GNPDA2
[15,16]
	24,839
	7
	rs10938397
	4:45,180,510
	453 kb
5’ of gene
	0,45
	0,45

	HTR2C
[2]
	325,984
	7
	rs6318
	X:114,731,326
	Exon 5
	0,16
	0,15

	
	
	
	rs12688102
	X:114,680,518
	Intron 2
	0,40
	0,37

	
	
	
	rs3795182
	X:114,582,351
	5’near gene
	0,24
	0,20

	
	
	
	rs7890739
	X:114,671,512
	Intron 2
	0,38
	0,36

	IGF2R
[17,18]
	142,406
	48
	rs1003737
	6:160,009,624
	Intron 3
	0,38
	0,41

	
	
	
	rs3777421
	6:159,972,354
	Intron 1
	0,32
	0,29

	
	
	
	rs3798178
	6:160,086,446
	Intron 41
	0,36
	0,39

	
	
	
	rs998074
	6:160,047,351
	Intron 16
	0,43
	0,50

	
	
	
	rs642588
	6:159,990,235
	Intron 1
	0,21
	0,12

	INSR
[3,19,20]
	177,408
	22
	rs11671975
	19:7,177,269
	Intron 3
	0,28
	0,26

	
	
	
	rs2059807
	19:7,166,098
	Intron 8
	0,41
	0,35

	
	
	
	rs7254921
	19:7,278,441
	Intron 1
	0,40
	0,49

	LEPR
[1,2,21]
	209,771
	20
	rs6673591
	1:65,582,706
	Intron 5
	0,39
	0,44

	
	
	
	rs12145690
	1:65,421,330
	Intron 1
	0,48
	0,47

	
	
	
	rs6704167
	1:65,472,197
	Intron 2
	0,45
	0,37

	MC3R
[1,22]
	1,084
	1
	rs6127698
	20:56,248,360
	5’ near gene
	0,50
	0,48

	
	
	
	rs3827103
	20:56,248,973
	Exon 1
	0,11
	0,11

	
	
	
	rs6092276
	20:56,247,032
	5’ near gene
	0,23
	0,27

	MC4R
[1,16,23]
	1,666
	1
	rs17066829
	18:60,362,833
	3’ near gene
	0,41
	0,26

	
	
	
	rs8093815
	18:60,369,270
	3’ near gene
	0,32
	0,28

	
	
	
	rs8087522
	18:60,373,245
	5’ near gene
	0,36
	0,29

	MTCH2
[15]
	25,349
	13
	rs10838738
	11:47,641,497
	Intron 1
	0,41
	0,37

	MTOR
[24,25]
	156,027
	58
	rs11121704
	1:11,233,902
	Intron 14
	0,27
	0,27

	
	
	
	rs1770345
	1:11,154,523
	Intron 30
	0,45
	0,45

	NEGR1
[15,16]
	879,653
	7
	rs2815752
	1:72,346,757
	64 kb
5’ of gene
	0,35
	0,34

	NMB
[3,26]
	3,435
	3
	rs11637728
	15:84,660,161
	5’ near gene
	0,27
	0,28

	
	
	
	rs1107179
	15:84,655,131
	Exon 3
	0,40
	0,48

	NPW
[14]
	1,235
	2
	rs11248906
	16:2,020,199
	Exon 1
	0,15
	0,21

	NPY
[1,2]
	7,678
	4
	rs16145
	7:24,284,370
	Intron 1
	0,48
	0,46

	
	
	
	rs5574
	7:24,289,514
	Exon 3
	0,39
	0,43

	NPY1R
[2]
	7,623
	4
	rs12507653
	4:163,333,181
	5’ near gene
	0,28
	0,34

	
	
	
	rs7687423
	4:163,329,645
	Intron 1
	0,31
	0,38

	NPY2R
[2]
	8,450
	2
	rs1047214
	4:155,214,524
	Exon 2
	0,43
	0,45

	
	
	
	rs6857715
	4:155,208,030
	5’ near gene
	0,40
	0,38

	PEG3
[27]
	30,650
	9
	rs2870477
	19:56,833,545
	Intron 2
	0,26
	0,24

	
	
	
	rs4801387
	19:56,819,401
	Intron 6
	0,28
	0,28

	PLAGL1
[18,28]
	124,299
	8
	rs2281476
	6:144,007,831
	Intron 1
	0,24
	0,30

	
	
	
	rs11155338
	6:143,983,095
	Intron 2
	0,34
	0,39

	
	
	
	rs2076683
	6:143,947,817
	Intron 7
	0,40
	0,46

	PMCH
[29]
	1387
	3
	rs11111201
	12:102,194,697
	3’ near gene
	0,20
	0,14

	
	
	
	rs11111203
	12:102,199,966
	5’ near gene
	0,13
	0,14

	POMC
[1,2]
	1295
	4
	rs6713532
	2:25,161,964
	Intron 3
	0,22
	0,21

	
	
	
	rs934778
	2:25,166,355
	Intron 1
	0,31
	0,32

	PRKAA2
[30,31]
	70,019
	9
	rs1124900
	1:56,646,549
	Intron 1
	0,43
	0,47

	
	
	
	rs932447
	1:56,704,556
	Intron 7
	0,38
	0,48

	PYY
[1]
	51,732
	7
	rs1058046
	17:43,953,163
	Exon 6
	0,28
	0,35

	SH2B1
[15,32]
	27,614
	11
	rs7498665
	16:28,871,920
	Exon 8
	0,36
	0,35

	SLC6A14
[33]
	24,880
	14
	rs2011162
	X:116,459,133
	Exon 14
	0,46
	0,46

	
	
	
	rs4824325
	X:116,453,854
	Intron 9
	0,33
	0,30

	
	
	
	rs5905285
	X:116,441,262
	Intron 3
	0,18
	0,28

	SOCS3
[21]
	3,303
	2
	rs4969168
	17:78,357,712
	Exon 2
	0,14
	0,18

	
	
	
	rs8069976
	17:78,353,769
	3’ near gene
	0,21
	0,20

	STAT3
[21]
	75,171
	24
	rs7211777
	17:42,381,807
	Intron 1
	0,38
	0,35

	
	
	
	rs744166
	17:42,361,933
	Intron 1
	0,44
	0,42

	TMEM18
[15,16]
	9467
	5
	rs6548238
	2:634,655
	33 kb 3’ of gene
	0,15
	0,16



aReferences justifying the choice of the candidate genes/SNPs
bMAF HapMap: Minor Allele Frequency HapMap CEU reference population
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